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jake@distributedbio.com www.distributedbio.com
Computational immuno-engineer

Co-founder & CSO, Distributed Bio, San Francisco, CA (2012-current)
* Designed AbGenesis Repertoire algorithms & analytical platform

® Architected and led the development of SuperHuman libraries

¢ Created Tumbler affinity maturation technology

¢ Created mass humanization technology

* Created universal vaccine technology and led development

Principal Scientist. Pfizer Inc. South San Francisco, CA (2008-2012)

¢ Developed methods for BCR and TCR repertoire characterization

* Developed & published methods for antibody library optimization

* Developed & patented methods for IP protection with NGS sequencing

* Founded “antibody.pfizer.com” used daily by hundreds of Pfizer researchers
®* Received 2010 Pfizer achievement award

Programmer Analyst. Sjolander Laboratory, UC Berkeley, CA  (2005-2007)
* Developed PhyloFacts genome family clustering workflow in Perl/Python
* Developed & published phylogenomic analysis workflow resource

Laboratory Assistant. Thomson Laboratory, UC Berkeley, CA  (2000-2002)
* Authored HLA population genetics drift simulator in C
®* Presented equivalency metrics between HLA typing assays

Computational and Systems Immunology PhD

Stanford School of Medicine, Stanford University

Stanford University, 06/02/2017

Co-advised by Mark Davis and Scott Boyd

2015 Gates Grant Awardee - Computational and Systems Immunology
2016 Gates Grant Awardee - Computational and Systems Immunology

MCB - Genetics, Genomics, and Development BA
University of California at Berkeley, Spring 2006
Co-advised by Glenys Thomson and Kimmen Sjolander
Gompertz Fellow

Stanford Immuno 206a “Computational and Systems Immunology”
Guest lecturer, Spring 2017

Stanford Immuno 209 “Translational Immunology”
Guest lecturer, Winter 2016

Stanford Immuno 206a “Computational and Systems Immunology”
Guest lecturer, Spring 2015

Stanford Immuno 206a “Computational and Systems Immunology”
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Instructor, Spring 2014

Stanford Immuno 310 “Applied Computational Immunology”
Instructor & class founder, Fall 2013

Stanford Immuno 202 “Advanced Immunology II”
Guest lecturer, Winter 2014, 2015, 2016
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